r aw SEQUENCE LISTING 
FRBOR REPORT 



BIOTECHNOLOGY *U_ 
SYSTEMS ■ 
BRANCH 




The Biotechnology Systems Branch of * ~ 
(STIC) detected errors when processing the following CRF diskette. 

Application Serial Number: 
Art Unit /Team No. : 
Date Processed by STIC: 



THE ATTACHED PRINTOUT EXPLAINS THE ERRORS DETECTED. 
PLEASE BE SURE TO FORWARD THIS INFORMATION TO THE APPLICANTS 
BY EITHER: / 

COMPLY or, 

2) CALLING APPLICANTS AND FAXING THEM A COPY OF THE PRINTOUT 
WITH A NOTICE TO COMPLY 

THIS WILL INSURE THAT THE NEXT SUBMISSION RECEIVED FROM THEM 
WILL BE ERROR FREE. 

IF YOU HAVE ANY FURTHER QUESTIONS, PLEASE CALL: 
ARTI SHAH 703-308-4212 



Raw Sequence Listing Error Summary 



cppnp DETECTED nifiOFSTFI) CORRECTION 



SERIAL I 



ERROK ueicoitii . 

e ,.p„ FMG USH "ALPHA" HEADERS. WHICH WERE INSERTED BY PTO SOFTWARE 

„: NEW RULES CASES: PLEASE ^^^^J^Z^ *»* * "» — ^~ 



Wrapped Aminos 



Incorrect Line Length 



^ as 7a<^you!^M margin to . 3. « W s prevent -wrapp** . 

The rule, require that a One not exceed 72 charade. n length. This todudes space, 
An text must be visible on page. 



ess**"* 



Non-ASCII 



Variable Length 



Wrong Designation 



Skipped Sequences 
(OLD RULES) 



Skipped Sequences 
(NEW RULES) 



Use of n's or Xaa's 
(NEW RULES) 



a i« a*r\t rnos* texL as required by the Sequence Rules. 

Please present the maximum number of each resioue n y 
Indicate In the (ix) features section that some may be missing. 

Sequence,,, contain amino add or nucleic acid designators which , are not standard 
fep f «enu!lT7s per the Seance Rules (Please refer lo paragraph 1.822, 
Scqucncc^misslng. .Intend, please use the foiling formatfo, each shipped seance: 

(xi, SEQUENCE DESCRIPTIONS ID NO:X: 
This sequence Is Intentionally skipped 

^ * « «— * «— - - """"" " — *** 

<210> sequence Id number 
<400> sequence Id number 

000 ( 
Use of n's and/or Xaa's have been detected In the Sequence Using. 

Use <220> to <223> Is MANDATORY If * o^Xaa and which residue n or Xaa represent 

In <220> to <223> section, please explain location of n or xaa. 



Use of <213>0rganlsm Sequence(s) 
(NEW RULES) 



_ are missing this mandatory field or its response. 



Use of <220>Feature 
(NEW RULES) 



i »k« ^r>o>Feature and associated headings. 

(See -Federal Register," 6/01/98. Vol. 63, No. 104, pp. 29631 32, 
(Sec. 1 .823 of new Sequence Rules) 



Patentin ver. 2.0 W ««• * "* - 'Copy |o D.sV" ^^^^^.IlSi^ Sequence listing,. 



OIPE 



PAGE: 



RAW SEQUENCE LISTING 

PATENT APPLICATION US/09/301.704 



DATE: 05/10/1999 
TIME: 14:54:52 



input Set: 1301704. RAW 



This Raw Listing contains the Ge ne j:al 
information Section and those Sequences 
containing ERRORS. n ftf"? N Q i r. ' . 



1 <110> Schembri, Mark Andrew 

2 Klemm, Per 

3 <120> Novel multifunctional adhesin proteins 

4 and their display in microbial cells 

5 <130> 21352 PC 1 

6 <150> PA 1998 00598 

7 <151> 1998-04-30 

8 <160> 46 

9 <170> FastSEQ for Windows Version 3.0 



D/ ^ette Needed 



ERRORED SEQUENCES FOLLOW 



E--> 



E--> 



E--> 



E--> 



10 <210> 8 

11 <211> 24 

12 <212> DNA 

13 <213> Artificial Sequence 

14 <220> 

15 <223> Oligonucleotide 

16 double 

17 <400> 8 

18 gatctcatca ccatcatcac catg 

19 24 ~ 



for the construction of a 
stranded poly histidine segment (Example 



20 
21 
22 
23 
24 
25 
26 
27 
28 
29 



<210> 
<211> 

<212> 
<213> 
<220> 
<223> 



9 

24 

DNA 

Artificial Sequence 



Oligonucleotide for the construction of a 
double-stranded poly histidine segment (Example 




l) 



<400> 9 



gatccatggt gatgatggtg atga 

24 . 



7¥ 



E--> 



30 <210> 10 

31 <211> 54 

32 <212> DNA 

33 <213> Artificial Sequence 

34 <220> 

35 <223> Template oligonucleotide 

3 6 7 <4 ° 0> ggacgcagat ctvnnvnnvn nvnnvnnvnn vnnvnnvnna gatctagcac cagt 



OIPE 



RAW SEQUENCE LISTING 

PATENT APPLICATION US/09/301,704 



DATE: 05/10/1999 
TIME: 14:54:52 



54 



input Set: 1301704. RAW 



<210> 11 
<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer oligonucleotide 

<400> 11 

actggtgcta gatct 

15 v_ 




DATE: 05/12/1999 
RAW SEQUENCE LISTING TTME- 11:52:41 

PAGE : 2 PATENT APPLICATION US/09/301,704 TIME. 

input Set: 1301704. RAW 



w- 



w- 



u , oiy *. «. «. «- * » ti - Ma ~ phe ser Ko " a s; 

fly * oiy v.! Oln « * «. «. oiy Tar Ue He Pro £ - 
I 8 , „ Thr val ser £ oiy Ma val oiy T»r ser .1. val ser Le„ oiy 

,e» Thr Ma Z Tyr Ma « g Thr cly oiy ol„ val Thr ,1a Oiy « 
val Oln ser He He oiy val Thr Phe val Tyr oln 



W--> 80 



290 295 



50 
51 
52 
53 
54 

55 <210> SEQ ID NO 2 

56 <211> LENGTH: 7 

57 <212> TYPE: PRT 

58 <213> ORGANISM: Artificial Sequence 

59 
60 
61 

63 1 V ^ 5 

64 <210> SEQ ID NO 3 

65 <211> LENGTH: 7 

66 <212> TYPE: PRT 

67 <213> ORGANISM: Artificial Sequence 

68 <220> FEATURE 
69 



<213> ORGANISM: Artificial Sequence . 

<220> FEATURE: k <C a aJA J^^^l 

<223> OTHER INFORMATION: Binding motif i ^ ^ 2y<A^l ^ ^ A / 

<400> SEQUENCER ^ AjJ .A^^ 

^-/^ v« xaa fris Arg Ser S*^ ^ 



3EQUEN 

ais/ica 



Xaa Xaa Xaa iis Arg Ser 



<220> fUAiuM.; 

<223> OTHER INFORMATION : Binding motif N j 

70 <400> SEQUENCE: 3 j^J^T^ f 

71 Arg Xaa Xaa Xaa His Arg Ser 



1 5 



72 

73 <210> SEQ ID NO 4 

74 <211> LENGTH: 7 

75 <212> TYPE: PRT 

76 <213> ORGANISM: Artificial Sequence 

77 <220> FEATURE: , 

78 <223> OTHER INFORMATION: Binding mot it 



79 <400> SEQUENCE: 4 * ~&JU<+- 

80 Ser Lys Xaa Xaa His Arg Ser 



88 

W--> 89 



81 

82 <210> SEQ ID NO 5 

83 <211> LENGTH: 7 

84 <212> TYPE: PRT 

85 <213> ORGANISM: Artificial Sequence 

86 <220> FEATURE: 

87 <223> OTHER INFORMATION: Binding motif 

<400> SEQUENCE: 5 yvjA*^ 
g A r Aro Xaa Xaa His Arg Ser f 



1 5 



90 

91 <210> SEQ ID NO 6 

92 <211> LENGTH: 7 

93 <212> TYPE: PRT 

94 <213> ORGANISM: Artificial Sequence 



DATE: 05/12/1999 
RAW SEQUENCE LISTING TIME : 11:52:41 

PAGE: 3 PATENT APPLICATION US/09/301 , 704 

input Set: 1301704. RAW 

95 <220> FEATURE: . : ( L 

96 <223> OTHER INFORMATION : Binding motif Jj^r 

97 <400> SEQUENCE: 6 „ ' 

98 Thr Lys Xaa Xaa His Arg Ser 



w--> 



1 5 



99 

100 <210> SEQ ID NO 7 
1.01 <211> LENGTH: 7 



102 <212> TYPE: PRT 
10 l <213> ORGANISM: Artificial Sequence 
104 <220> FEATURE: //) 
HI <223> OTHER INFORMATION: Binding mot if 

<400> SEQUENCE: 7 JM" 
Thr Arg Xaa Xaa His Arg Ser f 



106 

W--> 107 5 

108 1 

10 9 <210> SEQ ID NO 8 
HO <211> LENGTH: 24 
111 <212> TYPE: DNA 



133 

W--> 134 



<212> TXf^: 

112 <213> ORGANISM: Artificial Sequence 

113 <220> FEATURE: for t he construction of a 

1 14 <223> OTHER INFORMATION: Cl^cleo tide for ^ ^ 

115 double -stranded poly nistiaine s» y 

116 <400> SEQUENCE: 8 24 

117 gatctcatca ccatcatcac catg 

118 <210> SEQ ID NO 9 

119 <211> LENGTH: 24 

120 <212> TYPE: DNA 

Si <213> ORGANISM: Artificial Sequence 

122 <220> FEATURE: „„ n „ r i -otide for the construction of a 

125 <400> SEQUENCE: 9 24 

126 gatccatggt gatgatggtg atga 

127 <210> SEQ ID NO 10 

128 <211> LENGTH: 54 

129 <212> TYPE: DNA 

130 <213> ORGANISM: Artificial Sequence 

i 3 32 : 2 223; OTHER^INFORMATION : Template oligonucleotide , fO 

54 



'J": OTHER^lNFORMRTION : Te.plate oUgonudeOtide ^ 

<4 oo, ^ssSi* 1 ^™— ~ — " mvm,VM * 9 " ot,gc *° ea9t 

135 <210> SEQ ID NO 11 

136 <211> LENGTH: 15 

137 <212> TYPE: DNA 

138 <213> ORGANISM: Artificial Sequence 

HI lilt "INFORMATION: Primer oligonucleotide 

141 <400> SEQUENCE: 11 15 

142 actggtgcta gatct 

143 <210> SEQ ID NO 12 

144 <211> LENGTH: 13 




